BIOMEDICAL :-E = E:'tRCH CORE -AGILITIES 
.:\'A 3 V NTHES I - CZF.Z SzSS r!SRE II Vh'i-l^zl 



Sequsst Sheet 



^OIeSSLG 497810 ' 



.3E 2NLY; 



Cc 1 urnn 



Daze Synthesi zed 



3£<t2 5 



497852 



Request or : 

- , i . >Ja.ue : 

S i i i :ng Oep t . : 

*" j ncr,j? Numoer : 

rtccsunt Number i 



Gersten 
LOWE 
HHM I 
7-^756 
921099 



3c?cuencs Length: 36 

Synthesis Scale: O.S umole 

frityi Group: On _ X_ Off 

Thio-Chemistry : Yes _X_ No 



SEQUENCE. S'-> 3', IN TRIPLETS (* PLEASE START WITH A TRIPLET *) 

::crj zr cc-a gca aac agg aag c-ac agc agg ctc tgg 

User Consents: 

T-v I I asncmic per Dp 9-3=+ 5' per exon 1 



Comrcents to Care Facility: 



- ~=4 Synthesis Setuo Listing - Version 1.02) 

Ic; urnn : 
= un ID : 

I-'ci e : CvcOl user 

En a Proc: End CE DMT = Oft) 

Eeauence: 3242B 

"otal bases = 36 

A= 10. G- 13. O 10, T= 3, 5= 0, 6= 0. 7= 0. 8= 0 
(mixed base5= 0: 

MW: 11142.2 

5'> GCG CCT CGA GCA AAC AGG AAG GAC AGC AGG CTC TGG <3' 



Exhibit C 



BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE E56E MSRB II 764-1461 





Synthesis 


Request Sheet 




FACILITY USE ONLY: 


Sequence # 


1088 B 








(MiS5SL.fi 425287 






Co lumn 








Date Synthesized 




Today ' s Date: 




Sequence Length: 


20 


Requestor : 


Gersten 


Synthesis Scale: 


0.£ umole 


P.I. Name: 


LOWE 


Trityl Group: 


On X Off 


Billing Dept.: 


HHMI 


Thio-Chemistry : 


Yes ,_X_ No 


Phone Number: 


7-<V754 






Account Number : 


9E1099 







SEQUENCE, 5«-> 3', IN TRIPLETS (* PLEASE START WITH A TRIPLET *> 
TTT GTT TCC GCC CCG GCA TC 
User Comments: 

104 phage from primer lOkB towards sal site 
Comments to Core Facility: 



- 394 Synthesis Setup Listing - (Version 1.01) 

Column 3 
Run ID : 

Cycle : CycOl user 

End Proc: End CE (DMT = Off) 

Sequence: 108BB 

Total bases = 20 

A= 1,6= 4, C= 8, T= 7, 5= 0, 6= 0, 7= 0, 8= 0 
(mixed bases= 0) 

MW: 6418.0 

1/5 '> TTT GTT TCC GCC CCG GCA TC <3' 



BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE S56S MSRB II 764-1461 



Synthesis Request Sheet .£5££«m221 



FACILITY USE ONLY: 


Sequence # 


JJjSIcLB^ 






Column 


MiBSLmC 483082 






Date Synthesized 


__„_Jifei 


Today's Date: 




Sequence Length: 


so 


Requestor : 


Bersten 


Synthesis Scale: 


0.2 umole 


P.I. Name : 


LOWE 


Trityl Group: 


On _X_ Off 


Billing Dept. : 


HHMI 


Thio-Chemistry: 


Yes _X_ No 


Phone Number: 


7-4756 






Account Number: 


030131 







SEQUENCE, 5'-> 3% IN TRIPLETS 

6CT ASA TAB TTT CTB ATS GC 

9 

User Comments: 
Fuct7-1 

Comments to Core Facility: 



<* PLEASE START WITH A TRIPLET #> 



- 394 Synthesis Setup Listing - (Version 2.00) 

Column 2 
Run ID s 

Cvcle : CvcOl user 

End Proc: End CE (DMT = Off > 

Sequence: 9392A 



A= 4, 6= 6, C* 3, T= 7, 5= 0, 6= 0, 7- 0, 8- 0 
(mixed bases= 0) 

MW: 6158-0 



5'> GCT ABA TAS TTT CTG ATB QC <3' 



BIOMEDICAL RESEARCH CORE FACILITIES 



L/NA bYlNlntalQ UUnt 

Synthesis 


2562 MSRB II 76<*-l<*61 
Request Sheet 




FACILITY USE ONLY: 


Sequence # 


10<+2 B 










436432 




Column 








Date Synthesized 






Today's Date: 
Requestor : Ger sten 
P.I. Name: LOWE 
Billing Dept.: HHMI 
Phone Number: 7-<*75<* 
Account Number: 921099 


Sequence Length: 
Synthesis Scale: 
Trityl Group: 
Th io-Chemistry : 


20 

0.2 umole 

On _X_ 

Yes _X_ 


Off 
No 



SEQUENCE, 5'-> 3', IN TRIPLETS <* PLEASE START WITH A TRIPLET *) 



GTA TGG GTG CCA TCA GAA AC 
User Comments: 

10^ sal-eco from 986 towards 5' UT 



Comments to Core Facility: 



- 394 Synthesis Setup Listing 

Column 4 
Run ID : 

Cycle : CycOl user 

End Proc: End CE (DMT = OH) 

Sequence: 1042B 

Total bases = 20 

A= 6, 6= 6, C= 4, T= 4, 5= 0, 6= 0, 7 
(mixed bases= 0) 

MW: 6654.0 

5'> GTA TGG GTG CCA TCA GAA AC <3' 




(Version i.01) 



= 0, 8= 0 



w«wi n-w*wnL ui-jtnnun uuntc rHLlH I Ibb 
DNA SYNTHESIS CORE 2562 MSRB II 76<t-l **6l 

Synthesis Request Sheet 

iCILITY USE ONLY: Sequence # ^I^QA"!""!"' 

. dMiCSniC 461821 

column mmniiim 

Date Synthesized _ &_t^ 

Today's Date: Sequence Length: 20 

Requestor: Sersten Synthesis Scale: O.S umole 

P.I. Name: LOWE Trityl Group: On X_ Off 

Billing Dept.: HHMI Th io-Chem istr y : ' Yes ~X No 

Phone Number: 7-4756 " " ~ 

Account Number: 030131 



SEQUENCE, 5'-> 3', IN TRIPLETS (* PLEASE START WITH A TRIPLET *> 
CAG GGC ACT TCT GAG STG CC 
User Comments: 

Fuc-TVII bp^24 sequencing primer towards 3' end 



Comments to Core Facility: 




■ ./as 




- 394 Synthesis Setuo Listing - (Version 1.01) 

Col umn 3 
wun iD : 

Cycle : CycOl user 

End Proc: End CE (DMT = Off) 

Sequence: 8660A 

Tota» bases = 20 

A= 3, G= 7, C= 6, T= 4, 5= 0, 6= 0, 7= 0, 8= 0 
(mixed bases= 0) 

hW: 6573.0 

5 y > CAG GGC ACT TCT GAG GTG CC <3' 
1 * 



BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE 856S MSRB II 764-1 <»61 



Synthesis Request Sheet ^WfiX-G 495751 



FACILITY USE ONLY: 



Sequence # 
Column 



.3333.k 

4Hfi&-G 472563 



Date Synthesized „ 



Today's Date: 
Requestor : 
P.I. Name: 
Billing Dept.: 
Phone Number: 



Gersten 
LOWE 
HHMI 
7-<t756 



Sequence Length: SO 

Synthesis Scale: O.e umole 

Trityl Group: On _X_ Off 

Thio-Chemistry: Yes X_ No 



Account Number: 030131 



SEQUENCE , 5'-> 3', IN TRIPLETS <# PLEASE START WITH A TRIPLET *> 
AAC AGC AGC CTT BTC ACQ TG ^ ^ j 



User Comments: 
Fuct7-S 



Comments to Core Facility: 



2* o I r oo 



Column 3 



- 394 Synthesis Setup Listing - 



(Version 2.00) 



Run ID : 

Cycle s CvcOl user 

End Proc: End CE (DMT = Off) 

Sequence: 9393A ' 

T otal bases s 20 

Li » *' T= * «• «- 0. 7= 0, 

MW: 609S.0 



5'> AAC ASC AGCCTT 3TC ACS TQ <3' 



BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE S562 MSRB II 76^-1^61 



Synthesis Request Sheet 

FACILITY USE ONLY: Sequence # 986 B 

dbiaESLmC 421275 

Column mmimm 

Date Synthesized (f 

Sequence Length: £0 

Synthesis Scale: 0.2 umole 

Trityl Group: On _X_ Off 

Thio-Chemistry : Yes _X_ No 



Today's Date: 
Requestor : 
P.I. Name: 
Billing Dept. 
Phone Number: 



Gersten 
LOWE 
HHMI 
7-^778 



Account Number: 921099 



SEQUENCE , 5'-> 3', IN TRIPLETS <* PLEASE START WITH A TRIPLET *> 
CAG CCA TAG TCT CAC GTG AC 
User Comments: 

10<* sal-eco from 887 primer towards sal site (5* UT) 

Comments to Core Facility Synthesis Setup Listing - (Version 1.01) 

Col umn 3 



Run ID s 

Cycle : CycOl user 

End Proc: End CE (DMT = Off) 

Sequence: 986B 

Total bases = 20 

A= 5, G= 4, C= 7, T= 4, 5= 0 , 6= 0,7= 0, 8= 0 
(mi xed basest 0) 

MW: 6534.0 

5'> CAG CCA TAG TCT CAC GTG AC <3' 



1U 

« 



BIOMEDICAL RESEARCH CORE FACILITIES 
DMA SYNTHESIS CORE 2562 MSRB II 76*-l'i6J 



Synthesis Request Sheet 



FACILITY USE ONLY*: 



Sequence # 
Co lumn 

Date? :3vnthesized 



672 B 



Today's Date: 
Requestor : 
P . I . Name : 
Bi 1 I ing Dept . : 
Phone Number : 
Account Number 



Gersten 
LOWE 
HHM I 
7-<+778 
921099 



Sequence Lenqth : 
Synthesis Scale : 
Tr i tvl Group : 
Th i o - Ch e m i s t r y : 



EC 

Yes V 



Off 

No 



SEQUENCE , S'-> 3 1 , IN TRIPLETS (* PLEASE START WITH A TRIPLET x ) 
CGA AGT GTA GGA AGT GAT CC 
User Comments : 

104 from 15/52 large (Xho-Kpn; towards 3 1 end 
Comments to Core Facility: 



- 394 Synthesis Setup Listing - (Version 1.01) 

Col umn 2 
Run ID : 

Cycle : CycOl user 

End Proc: End CE (DMT = Qii) 

Sequence: 672B 

Total bases = 20 

A= 6, G= 7, C» 3, T= 4, 5= 0, 6= 0, 7= 0, 8= 0 
(mixed bases= 0) 

MW: 6693.0 

/ 5'> CGA AGT GTA GGA AGT GAT CC <3' 



ft A w 



BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE 2562 MSRB II 764-1461 





Synthesi s 


Request Sheet 




FACILITY USE ONLY: 


Sequence # 
Co 1 umn 


8B7 B 
<fe*3SUC 419751 

iiimmmij 






Date byncnesi zbq 





Today ' s Date : 
Requestor r 
P.I. Name: 
Bi 1 1 i ng Dep t . : 
Phone Number: 
Account Number: 


Gers ten 

LOWE 

HHMI 

7-^778 

921099 


Sequence Length: 
Synthesis Scale: 
Trityl Group: 
Th io -Chemistry : 


20 

0.2 umole 

On _X_ Off 

III Yes ~X~ No 



SEQUENCE , 5'-> 3', IN TRIPLETS <* PLEASE START WITH A TRIPLET *> 
CAC TCT GCT GAG CCA GAC AC 
User Comments: 

10** sequencing from sac-T7 towards upstream exo.ns 
Comments to Core Facility: 



COLUMN 1 SET-UP 
VERSION 2.01 

USE RENAME: 
CYCLES USED: 
ENDING METHOD: 
ENDING PROCEDURE: 
SEQUENCE NAME: 
SEQUENCE LENGTH: 
DATE: 
TIME: 
COMMENT: 



SSCEAF36- I 

Trityl OFF, Auto 

OEPCRE03 

887B 

20 



/s 



CAC TCT GCT GAG CCA GAC AC -3' 



Report for Synthetic Oligonucleotide 



Date; 



Invest igator : LOWE 



System Ids 



8993 



Individual Users Geraten 
Produc t I nf or ma t i on 



Length : ED 

□ 1 igonuc leotide Sequence: 
ABB AAG CTT AGC TAA AAS CT 



Comments: 

104 phage from t7 primer towards 3' end of gene <5 f ut towards gene) 



irityl Groups Off Synthesis Scale: 0.8 Micromole Scale 

Date Received: 
Date Synthesized : 

Number of Day<s) in the Systems G 



If you have any problems, contact the Biopolymers F r acility 

Your assigned System Id number is 8993 

Thank you for using the HHMI Biopolymer Facility. 



A 



9 J- /<«* 



BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE E562 HERB II ~£W+6.I 

Svnthesis Request Sheet 

FACILITY USE ONLY: Sequence # 67 1 B 

dXiBSLmC 410554 
Co 1 umn ■■■■■■■■■■■MM 

Date Svnthesi zea ..j--. X^!^!t.. 

Today J s Date : Sequence Lena th : SO 

Requestor: Gersten Synthesis Scale: 0.2 umole 

P.I. Name: LOWE TYitvl Group: On _X„ Off 

Billing Dept.: HHMI Thio- Chemistry : Yes " Mo 

Phone Number: 7-4778 

Account Number: 92 1099 



SEQUENCE, 5'-> 3 1 . IN TRIPLETS <* PLEASE START t> I TH A TRIPLET * ) 
GCA A AG CTA TAG CTT GTA GC 
User Comments : 

104 fron»15/52<EcoRI > towards 5 1 end 



Comments to Core Facility: 



- 394 Synthesis Setup Listing - (Version 1.01) 

Column 1 
Run ID : 

Cycle : CvcOl user 

End Proc: End CE (DMT = 0-ff) 

Sequence: 671B 

Total bases = 20 

A= 6, G= 5, C= 4, T= 5, 5= 0, 6= 0, 7= 0, 8= 0 
(mixed bases- 0) 

MW: 6629.0 

\Zs'> GCA AAG CTA TAG CTT GTA 6C <3' 



BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE S562 MSRB II. 764-1461 



Synthesis Request Sheet 
Sequence # 
Column 

Date Synthesized „_ ^§_.£Ml._ 



FACILITY USE ONLY: 



3511 B 
<&£&.G 404333 



Date Submitted: 
Requestor : Kel ly 

Phone Number: 74756 
Account Number: 9S109? 
P.I. Name: LOWE 
Billing Dept.: HHMI 



Sequence Length: 80 
Synthesis Scale: O.S umoli 

Tr ityl Group t No 
HPLC Purify: No 
Th i o-Chem i s t r y r No 



Center Membership: None 

Center /Pro ject Related Research: No 



SEQUENCE, 5'-> 3>, IN TRIPLETS <♦ PLEASE START WITH A TRIPLET *> 
AGC CTG GAC CTG AGS CTG GG 



User Comments: 
FT7-1 



Comments to Core Facility: 



- 394 Synthesis Setup Listing - 



(Version 2,00) 



Column 2 



Run ID j 

Cvcle : CvcOl user 

End Proc: End CE (DMT = O-f-F) 

Sequence: 351 IB 

Total bases = 20 

A= 3, G= 9, C= 5, T« 3, 5= 0, 6= 0, 7= 0, 8= 0 
(mixed bases* 0) 

rtW: 6191,0 

5'> A6C CTG SAC CTG AGS CTG GG <3' 



Ob 



ft 



BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE 2565 MSRB II 76^-1^61 



Synthesis Request Sheet 
Sequence tt 
Column 

Date Synthesized 



FACILITY USE ONLY: 



9^6 B 

G 439463 



-Mr 



Today's Date: 




Sequence Length : SO 


Requestor : 


Gersten 


Synthesis Scale: 0.2 umole 


P.I. Name : 


LOWE 


Trityl Group: On _X_ Off 


Bi lling Dept. : 


HHMI 


Thio-Chemistry : Yes _X._ Mo 


Phone Number : 


7-4778 




Account Number 


: 9S1099 




SEQUENCE, 5'-> 


3' , IN TRIPLETS 


<* PLEASE START WITH A TRIPLET *) 



TCC TTC CCT TTC CAG ACT GG 
User Comments: 

104 sac sequencing from 910 towards cat exon 



Comments to Core Facility: 



- 394 Synthesis Setup Listing - (Version 1.01) 

Column 4 
Run ID : 

Cycle : CycOl user 

End Proc: End CE (DMT = OH) 

Sequence: 946B 

Total bases - 20 

A= 2, 6= 3, O 8, T= 7, 5= 0, 6= 0, 7= 0,8= 0 
(mixed bases= 0> 

MWj 4419.0 

\A'> TCC TTC CCT TTC CAG ACT GG <3' 



DNA SYNTHESIS CORE S56S MSRB II 76V- 14 6 J 
Synthesis Request Sheet 



FACILITY USE ONLY: 



Sequence # 
Co 1 Limn 
Date Synthesized 



715 B 

dttitESLmC 406550 
JMIIMII1IUU. . 



Today's Date: 




Sequence Length: 20 




Requestor : 


Gersten 


Synthesis Scale: O.a umole 




P.I. Name : 


LOWE 


Trityl Group: On X 


Off 


Bi 1 1 ing Dept . : 


HHMI 


Thio-Chemistry : Yes X 


No 


Phone Number : 


7-4778 






Account Number : 


9S1099 







SEQUENCE, 5'-> 3", IN TRIPLETS <* PLEASE START WITH A TRIPLET *> 
GGG AAG GAG TCT GTG TGT CC 



User Comments: 

104 per of t cell large frag from sp6 seq 
Comments to Core Facility: 



COLUMN Z SET-UP 
VERSION Z.01 

USEFLNRME: 
CYCLES USED: 
ENDING METHOD: 
ENDING PROCEDURE; 
SEQUENCE NAME: 
SEQUENCE LENGTH: 
DftTE: 
TIME: 
COMMENT: 



SSCEAF3G- 

Trityl OFF 

OEPCRE03 

715B 

20 



I 

Auto 



GGG AAG GAG TCT GTG TGT CC -3' 



33 J /UT 



BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE E56E MSRB II 76^-1^61 



Synthesis Request Sheet 
Sequence U 
Co 1 umn 



FACILITY USE ONLY: 



Today ' s Da te : 
Requestor : 
P.I. Name: 
Bi 1 1 i ng Dep t . : 
Phone Number : 



Gers ten 
LOWE 
HHMI 
7-^756 



Account Number: 9E1099 



E931 B 



479590 



Date Synthesized _ 



Sequence Length: 20 

Synthesis Scale: 0.2 umole 

Trityl Group: On _X_ 

Th io-Chemistry : „_Yes 



Off 
No 



SEQUENCE, 5'-> 3', IN TRIPLETS <* PLEASE START WITH A TRIPLET *> 
ACC TTG GGC TGA ACC TAC AG 
User Comments: 

sequence primer from 9*+6 towards exon 1 S.D. (FT-VII) 



Comments to Core Facility: 



- 394 Synthesis Setuo Listing - (Version 1 .01 ) 

Column 3 
Run ID : 

Cycle : CycO.1 user 

End Proc: End CE (DMT = Off) 

Sequence: 2931B 

Total bases = 20 

A= 5, G- 5, C= 6, T= 4, 5= 0, 6= 0, 7= 0, 8= 0 
(mixed bases= <>> 

MW: 6575.0 

5'> ACC TTG GGC TGA ACC TAC AG <3' 




BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE 256B MSRB II 76^-1^61 

Synthesis Request Sheet 

FACILITY USE ONLY: Sequence tt 2932 B 

Co 1 umn ■■■■■■■■■■■■■■ 

Date Synthesized jQ^A) 

Today's Date: Sequence Length: 20 

Requestor: Gersten Synthesis Scale: 0-2 umo 1 e 

P.I- Name: LOWE Trityl Group: On _X_ Off 

Billing Dept.: HHMI Th i o-Chem i s t r y : _"Yes ~X~ No 
Phone Number: 7-4-756 
Account Number: 921099 

SEQUENCE, 5«-> 3', IN TRIPLETS (* PLEASE START WITH A TRIPLET *> 
CCT TGA ACT GTA GGT TCA GC 
User Comments: 

sequence primer proximal to exon 1 S.D towards 5 1 UT (FT-VII) 



Comments to Core Facility: 



- 394 Synthesis Setup Listing - (Version 1.01) 

Column 2 
Run ID : 

Cvcle " : CycOl user 

End Proc: End CE (DMT = Off) 

Sequence: 2932B 

Total bases = 20 

A= 4, 6= 5, O 5, T= 6, 5= 0, 6= 0, 7= 0, 8= 0 
(mixed bases 5 * 0) 

MW: 6563.0 



5'> CCT TGA ACT GTA GGT "TCA GC <3' 



tJiuntuiUMU NfcbhRKLH CORE FACILITIES 
DNA SYNTHESIS CORE 256S MSRB II 76<*-l<f61 



Synthesis Request Sheet 



UTILITY USE ONLY: 



Sequence # 
Column 
Date Synthesized 



BkUlJr.. 



■Ofc®. 



Today's Date: 
Requestor : 
P.I, Name: 
Bi 1 1 Lng Dep t . : 
Phone Number: 



Gersten 
LOWE 
HHMI 
7-^756 



Account Number: 030131 



Sequence Length: 20 
Synthesis Scale: 0.2 umole 

Trityl Group: On _X_ Off 

Thio-Chemistry : ~ Yes _X~ No 



SEQUENCE, 5'-> 3», IN TRIPLETS <* PLEASE START WITH A TRIPLET *> 
TTT TCT ABA GGT GSC AGA AC 



User Comments: 

fuc-tvii sequencing primer towards 3' end <bp 1333) 
Comments to Core Facility: 



2 i. q 



/ 



- 394 Synthesis Setup Listing - (Version 1 .01 > 

Column 3 
Run ID : 

Cycle : CycOl user 

End Proc: End CE (DMT = Qii) 

Sequence: 8661 A 

Total bases = 20 

A= 5, B= 6, C= 3, T= 6, 5* 0, 6= 0, 7= 0, 8= 0 
(mixed bases- 0) 

MW: 6642.0 

5'> TTT TCT ABA GST GGC AGA AC <3' 



Synthesis Request Sheet 



FACILITY USE ONLY: 


Sequence # 
Co lumn 

Date Synthesized 


911 B 

* 


426226 

His- 


Today's Date: 




Sequence Length: 


20 




Requestor : 


Gersten 


Synthesis Scale: 


0 . £ umo 1 e 




P.I. Name: 


LOWE 


Trityl Group: 


On _X 


Off 


Bi 1 1 ing Dep t . : 


HHMI 


Th io-Chemi str y : 


-"Yes ~X. 


No 


Phone Number: 


7-^778 








Account Number: 


921099 









SEQUENCE, 5'-> 3', IN TRIPLETS <« PLEASE START WITH A TRIPLET *) 



GGA CCT GTG CTC CCA GAT CC 
User Comments: 

104 sequencing from sac 9076 primer towards 5' exon 



Comments to Core Facility: 



- 394 Synthesis Setup Listing - (Version 1,01) 

Column 2 
Run ID : 

Cycle : CycOl user 

End Proc: End CE (DMT = ■ ) 

Sequence: 91 IB 

Total bases = 20 

A= 3, G= 5, C= 8, T= 4, 5= 0, 6=» 0, 7= 0, B= 0 
(mixed bases= 0) 

MW: 6495.0 

Jz f > GGA CCT GTG CTC CCA GAT CC <3' 



Report for Synthetic: Oligonucleotide 



Date s 



Investigator : LOUIE 



System Id: 



9077 



Individual User: Gersten 
Pr o due t Information 



Length: SO 

01 igonucleot ide Sequence: 
A AG BGA TCA CTT CTQ CTC AG 



Comments : 

104phage from 8952 towards 5* end of gene 



Trityl Group: Off Synthesis Scale: 0.2 Micromole Scale 

Date Received: 
Date Synthesized: 

Number of Day(s) in the Systems 4 



If you have any problems, contact the Biopolymers F r acility 

Your assigned System Id number is 9077 

Thank you for using the HHMI Biopolymer Facility. 




Report for Synthetic Oligonucleotide 



Date: 



I nvest i gator : LOWE 



System Id: 



9076 



Individual User: Gsrsten 
P roduc t I n f o r m a t i o n 



Length: BO 

01 igonuc leot ids Sequence : 
TGC TT(CAGT) COT TCA GGA AAA GG 



Comments: 
104phage fr o m 3 c ?5c2 t o war d s 1 u t 



Trityl Group: Off Synthesis Scale: O.E Micromole Scale 

Date Received: 
Date Synthesized: 

Number of Day(s) in the Systems 4- 



If you have any problems;, contact the Biopolymers F r acility 

Your assigned System Id number is 9076 

Thank you for using the HHMI Biopolymer Facility. 





BIOMEDICAL RESEARCH [^^T^'^ 
DNft SYNTHESIS CORE 2562 MbK 

Synthesis Request _Sheet_ 

" Sequence # 

FACILITY USE ONLY: 



Sequence 
Column 



3<^5 B 
*** G 404852 



Date Synthes 




Da te Submitted: 
Requestor. -7^756 
Phone Number: 7V756 
Acc ount Number: 921099 

P.I. N^ e: , HHMI 
Billing Dept.: HHMI 

center ^ be / c f^ : late d°R e esearch: No 
Center/Project Relate 



"sequence Length: 20 ^ 
Synthesis Scale. 

Trityl Sroup: No 

HPLC Purify: "° 

Thio-Chemistry: No 



SEQUENCE, 5'-> 3 » 

CTA OCT BST CAT TIC TAG GG 

User Comments; 
f t7-l 



* e + n Core Facility: 
Comments to tor «• 



SEQUENCE * 

NUMBER OF 9AS£^ 

Sfn5E2 USED: 

DiilTONS: 

TIME- 

DftTE: 



2tf 

ft- 5 CM 

SI ss 



T»'7 X a 



= ■ s .-r* &CT 33T CnT TIC Tft'3 86 < 3* 



Report for Synthetic Oligonucleotide 



Date: 



Invest i gator : LOWE 



System Id: 



8953 



Individual User: Gersten 
Product Information 



Length: SO 

01 igonucleotide Sequence: 
TCA ATT CCC TCT TTG ABC AG 



Comments : 

104 phage from 8903 primer towards 3' end 



Trityl Group: Off Synthesis Scale: 0.2 Micromole Scale 

Date Received: 
Date Synthesised: 

Number of DayCs) in the System: 3 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8953 

Thank you for using the HHMI Biopolymer Facility. 




Report for Synthetic Oligonucleotide 



Date: 



Investigator : LOWE 



System Id: 



8952 



Individual User: Gersten 
Product Information 



Length: SO 

□ 1 igonucleot ide Sequence: 
ATC AAC CAC TAT CCA ATC CT 



Comments : 

104- phage from primer B903 towards 5' end 



Trityl Group: Off Synthesis Scalei 0.2 Micromole Scale 

Date Received: 
Date Synthesised : 

Number of Day(s) in the System: 3 



If you have any problems, contact the Biopalymers Facility 

Your assigned System Id number is 8952 

Thank you for using the HHMI Biopolymer Facility. 





"Report for Synthetic Dl igonuc: leo t i d© 



Date: 



Investigator a LOWE 



System Id: 



890*> 



Individual Users Gersten 
Product Infer mat ion 



Length: SO 

01 igonucleotide Sequence: 
TGA CAA TIC CAG AAG SCI CC 



Comments : 

104- phage-? from primer 8B74- towards 3* end of gene 



Trityl Groups Off Synthesis Scale: 0.£ Micromole? Scale 

Date Received: 
Date Synthesised : 

Number of Day (3) in the Systems 3 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is (3904- 

Thank you for using the HHMI Biopolymer Facility. 



t ,212- 



Report for Synthetic Oligonucleotide 



Investigator- : LOWE 
Individual User: Gars ten 



Date: 



System Id: 8903 



Product Inf ormat ion 



Length: EC 

0 1 i gonuc 1 go tide Sequence : 
SGG CAG GGA CTC ACC A AT AC 



Comments : 

104 phage from primer 3874- towards 5' end of gen© 



Trityl Group: Off 



Synthesis Scale: 0-S Micromole Scale 



e 



Date Received: 

Date Synthesised: 

Number of Day(s) in the System: 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8903 

Thank you for using the HUM I Biopolymer Facility. 



- ,m 



• Report for Synthetic Oligonucleotide 



Date: 



Investigator : LOWE 



System Id s 



Individual User: Gersten 
Product I nf or mat ion 



•Length: 80 

Oligonucleotide S e q u enc @ : 
TTA TTC TGC TTC AGG GTA CC 



Comments : 

10** phage? from primer 8874- towards 3' end of gene 



Trityl Group: Off Synthesis Scale: O.E Micromole Seal 

Date Received: 
Date Synthesised: 

Number of Day(s) in the System: 3 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is S90E 

Thank you for using the HHMI Biopolymer Facility. 




I'M /w 



Rep o r t f o r Sy n t h e t i c 0 1 i g o nuc 1 so t i d e 



Dates 



I invest igator : LOWE 



System Ida 



8875 



I nd i v i d la a 1 Us e r s Be r sten 
P r d d uc t In f o r ma t i o n 



Length: SO 

01 igonuc leot ide Sequences 5 
ATC TQC ACT GGC CTT TCA CC 



Comments 2 

104 phage from primer 9850 towards 3' end of gene 



Trityl Group: Off Synthesis Scale: 0.2 Micromole Scale 

Date-? Received: 
Da t e Sy n t h es i sed s 

Number of Day(s) in the System: 2 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8875 

Thank you for using the HHMI Biopolymer Facility- 





BIOMEDICAL RESEARCH CORE FACILITIES 
DMA SYNTHESIS CORE 35*2 MSRB II 76s~i -i£J 



8 v nthesir 3 R © q u e => fc 3 1 1 s e t 
Saquencs # 
Co iumn 

0 st t e 3 y r 1 1 h e s; i e ci 



FACILITY USE ONLY 



fitiaESLmC 4 16455 

■■■■■■■■■■■■■a .. 



Today ' s Date: 
Requestor : 
P.I. Name : 
B i 1 1 i ng Dep t . 
Phone Number : 



Gersten 
LOWE 
HHMI 
7-^778 



Sequence Length s 4 1 

Synthesis Scale: 0,8 umole 

Tri tvl Group: On ..:<.. Off 

rhio-Chismistrv: Vss "A Mo 



Account Number: 9E1099 



SEQUENCE , 5 , -> .3', IN TRIPLETS <* PLEASE START WITH A TRIPLET *) 
GCG Ct3G ATC CpA CCA TCC TTA TCT GGC ACT GGC CTT TCft CC 



User Comments; 

phage 10<+ PGR primer i FOR AB ) from nt 282 



Comments to Core Fac i 1 i ty : 



- 394 Synthesis Setup Listing - (Version 1.01) 

Col umn 4 
Run ID : 

Cycle : CycOl user 

End Proc: End CE (DMT = Off) 

Sequence: 624B 

Total bases = 41 

A= 6, G= 8, C= 17, T= 10, 5= 0, 6= 0, 7= 0, 8= 0 
(mixed bases= 0) 

MM: 13246.2 h ^.l(\ 

y/ 5'> 6CG tjlBG^ATC CjfCA CCA TCC TTA TCT GGC ACT GGC CTT TCA 

CC <3' 



Report for Synthetic 01 igonuc leo t ide 



Date : 



I nvest i gator s LOWE 



System Ids 



887'+ 



Individual User « Gersten 
Pr o d uc t In f o r ma t i o n 



Length: SO 

0 1 i go nuc i so tide Sequence • 
TGG TGA GTG TGG ACT GAG GC 



Comments : 

104 phage from primer 8830 towards 5" end of gene 



Trityl Group: Off Synthesis Scale: 0.8 Micromole Scale 

Date Received z ; : 
Date Synthesized : ; 

Number of Day(s) in the System; 2 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 887'+ 

Thank you for using the HHIil Biopolymer Facility. 




Report for Synthetic Oligonucleotide 



Date: 



Invest igator : LOWE 



System Id: 



8867 



Individual Users Gersten 
F'r o d uc t I nf o r ma t i o n 



Lengths r20 

0 1 i g o nuc 1 eo t ids Sequence : 
GCT AGC AGG CTC CGG TTA GC 



Comments : 

104-phage from 8770primer (b sequence) towards 5* end of gene 



Trityl Group: Off Synthesis Scale: O.S Micromole Scale? 

Da t © Rec e i ved : 
Date Synthesi sed : 

Number of Day(s) in the System: 3 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8S67 

Thank you for using the HHMI Biopolymer Facility. 




Report for Synthetic Oligonucleotide-: 



Date?: 



Investigator s LOWE System Ids BS51 

Individual User; Gersten 

Pr o d uc: t I n f o r ma t i o n 



Length: 20 

Oligonucleotide Sequence: 
CCT TGG BTC TBG BCC TCC AT 



Comments s 

104 phage from B770 primer towards 3' end of gene 



Trifcyl Group: Off Synthesis Scales 0.E Micromole Scale 

Date Received: 
Date Synthesised z 

Number of Day(s) in the System: 1 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8B51 

Thank you for using the HHMI Biopolymer Facility. 



%jX I 



Rep o r t f o r Sy n t he t i c 0 1 i go nu c I eo t i de 



Date: 



Investigator : LOUIE 



System Id: 



8850 



Individual User: Gersten 
Product Inf or mat ion 



Length : SO 

Gl igonuc lect id© Sequence : 
A AG CGA TAG AGA CCA TGG GT 



Comments : 

104- phage from 8770 primer towards 5' end of gene 



Trityl Group: Off Synthesis Scales 0 . B Micromole Scale 

Date Received: 
Date Synthesised; 

Number of Day(s) in the Systems 1 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8B50 

Thank you for using the HHMI Biopolymer Facility. 




Report for Synthetic Oligonucleotide 



Date : 



Investigator : LOWE 



System Ids 



8771 



Individual Users Gersten 
Produc t I nf or mat ion 



Lengths £0 

01 igonuc leot ide Sequence: 
GGC CCA CAT CCC CAC TAG CG 



Comments : 

104 phage from 8715 sequence towards 3' end (towards rpS primer seque 



Trityl Group: Off Synthesis Scale: 0.8 Nicrornole Scale 

Date Received: 
Date Synthesised 5 

Number of Day(s) in the System: 3 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8771 

Thank you for using the HHMI Biopolymer Facility. 



L 0 ~ .1*5 



Report for Synthetic Oligonucleotide 



Date 2 



I nves t i g a t o r : LOWE 
Individual Usar: Gersten 

P r o d u c t I n formatio n 



System Id: 8852 



Length s 20 

01 igonuc leo t id© Sequence?: 
CAC BCT OCT SCC GOT CCT GG 



Comments : 

104 phage from 8715 primer towards 5 1 end of gene (replace primer B77< 



Trityl Group: Off 



Synthesis Scales 0.2 Micromole Scale 



Date Rec e i ved : 
Date Synthesised : 

Number of Day<s) in the System: 1 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8852 

Thank you for using the HHMI Biopolymer Facility. 



6/C 



Report for Synthetic Oligonucleotide 



Date? 2 



Invest i gator : LOWE 



System Id: 



8714 



Individual User: Gersten 
Product Information 



Length: BO 

01 igonucleotide Sequences 
GCA ICS BG3A CIA CAT CAC IB 



Comments i 

104pst from rpS sequence towards the 3' end 



Trityl Group: Off Synthesis Scales: O.S Micromole Scale 

Date Received : 
Date Synthesised s 

Number of Day(s) in the System: 3 



If you have any problems;, contact the Biopolymers Facility 

Your assigned System Id number is 8714 

Thank you for using the HHMI Biopolymer Facility, 





IV 0 



10 



Report for Synthetic Oligonucleotide 



Invest i gator s LOWE 
Individual User: Sersten 



Date z 
System Id; 



871 



Product Inf ormat ion 



Length: 20 

01 igonuclso t ids Sequence : 
AGO CCC AGG CAT TGC GCC AG 



Comments : 

104pst from rpS primer towards the 5' end 



Trityl Group: Off Synthesis Scale: 0.8 Micromole Scale 

Date Received: 
Date Synthesiseds 

Number of Day(s) in the System: 3 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8715 

Thank you for using the HHMI Biopolymer Facility. 




F\'eport for Synthetic 01 igonucleotide 



I nvest i gator : LOWE 

Ind i vidua 1 User : Gersten 



Date : 
System Id: 



8848 



P r o d u c t Informatio n 



Length:; SO 

01 igonucleotide Sequence: 
AAC TGB CTG TCT TCC TCG TC 



Comments : 

10'tphage from primer 8714 towards 3' end 



Trityl Groups Off Synthesis Scale: O.B Micromole Scale 

Date Race :i ved s 
Date Synthesized s 

Number of Day(s> in the System: 1 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 3848 

Thank you for using the HHMI Biopolymer Facility. 




Report for Synthetic Oligonucleotides 



Date : 



Investigator ; LOWE 



System Id: 



8B49 



I nd i vidua 1 User : Gersten 
Prod u c t I n f o r m a t i o n 



Length: EC 

01 igonucleot ide Sequence: 
CAC GAT AAC 6 AC TOT CAT TO 



Comments : 

104 phage from primer 8714 towards 5' end 



Trityl Group: Off Synthesis Scales O.E Micromole Scale 

Date Received s 
Date Synthesised: 

Number of Day<s) in the System: 1 



If you have any problems., contact the Biopolymers Facility 

Your assigned System Id number is 8849 

Thank you for using the HHMI Biopolymer Facility. 





Report for Synthetic 01 igonucleotide 



Date : 



Invest igator : LOWE 

I nd i v i d ua 1 Us e r : Ge r s t en 

Produc t I nf or mat ion 



System Id; 



8868 



Lengths EC 

G 1 i gonuc 1 so t i de Sequence : 
CT6 GA$ GGA AGC SCT TCT GC 



Comments 2 

104 phage? from B714 (a sequence) towards 3' end of gene 



Trityl Group: Off 



Synthesis Scales 0-2 Micromole Scale 



Date Received: 
Date Synthesiseds 

Number of Day ( s ) in the System: 3 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8868 

Thank you for using the HHMI Biopolymer Facility . 



1a' to 



A '33 0 
"in • 



Report for Synthetic Oligonucleotide 



Date: 



Investigator s LOWE 



System Ids 



88 



Individual User: Gersten 
Pr o d uc t I nf o r m a t i o n 



Lena th : SO 

01 igonuc leotide Sequence : 
CAA GTA AGG GTA GCG GGC AC 



Comments: 

104 phage from primer 8848 towards 5' end of gene 



Trityl Group: Off Synthesis Scale: 0.£ Micromole Scale 

Date Received: 
Date Synthesised: 

Number of Day(s) in the System: E 



If you. have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8876 

Thank you for using the HHMI Biopolymer Facility. 




BIOMEDICAL RESEARCH CORE FACILITIES 
DNA SYNTHESIS CORE 2562 liSRB II 764-1461 



Svnthesis R e q u e s t S h ee t; 

FACILITY USE ONLY: Sequence # 625 B 

<&£SUC 407370 

Co 1 umn 

Date Svnthesiaed .... . Jci^l. 

Today's Date: Sequence Length: 43 

Requestor: Gersten Synthesis Scale: 0-2 umo 3 e 

P.I. Name: LOWE TVityl Group: _On ...X.. Off 

Billing Dept.: HHMI Thi o-Chemistry : Yes ..X_ No 

Phone Number: 7-4778 
Account Number: 921099 

SEQUENCE . 5 , -> 3', IN TRIPLETS < * PLEASE START WITH A TRIPLET *) 

GCG CGG ATC CTC ATC A AG CCT GGA ACC ABC TTT CAA BGT CTT C 
y If" 1 

User Comments : 

104 phage PGR (for ab ) from stop codon 
Comments to Core Facility: 



COLUMN 1 SET-UP 
VERSION Z.01 



USER^NPIME: 
CYCLES USED: 
ENDING METHOD: 
ENDING PROCEDURE i 
SEQUENCE NAME: 
SEQUENCE LENGTH: 
DRTE: 

TIME: 
COMMENT : 



SSCEftF3I- 1 

Trityl OFF , Auto 

DEPCRE03 

625B 

43 



y/**: GCB C66 ftlC 



CTC 



ATC WS CCT 



arn TTT CnA 



GGT 



CTT C 



Report for Synthetic Oligonucleotide 



Dates 



Invest i gator : LOWE 



System Ids 



B905 



Individual User: Gersten 
Product Information 



Length: SO 

01 igonuclsot id© Sequence: 
CAG GAA TTC AG 6 ATA TAA GG 



Comments : 

104- phage from primer 8868 towards 3' end of gene 



Trityl Group: Off Synthesis Scale: 0-2 Micromole Scale 

Date Received: 
Date Synthesized: 

Number of Day ( s ) in the System: 3 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8905 

Thank you for using the HHMI Biopolymer Facility. 





Report for Synthetic Oligonucleotide 



Date : 



Invest igator : LOWE 



System Id: 



8877 



Individual Users Gersten 
Product Informat ion 



Lengths 20 

Ql i go nucleotide Sequence: 
GGT AGT GCC ATG GTG ACC AA 



Comments : 

10** phage from primer S84-8 towards 5' end of gene 



Trityl Group: Off Synthesis Scale: 0,2 Micromole Scale 

Date Received: 
Date Synthesised: 

Number of Day(s) in the Systems 2 



If you have any problems., contact the Bicpolymers Facility 

Your assigned System Id number is 8877 

Thank you for using the HHMI Biopolymer Facility. 





Report for Synthetic Oligonucleotide 



Date : 



Investigator : LOWE 



System Id: 



89 



Individual User: Bersten 
P rod u c: t I n f o r m a t i o n 



Length: 20 

Gl igonucleot ids Sequence: 
AGG TTG GAG ATG CAC CCT CT 



Comments s 

104 phage from primer 8905 towards 3' ut 



Trityl Group: Off Synthesis Scale: 0.2 Micromole Scale 

Date Received: 
Date Synthesised: 

Number of Day(s) in the System: 4 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8954 

Thank you for using the HHMI Biopolymer Facility. 




Report for Synthetic Oligonucleotide Date: 

Investigator: LOWE System Ids 8967 

Individual Users Sersten 

Pro due t I nf or ma t i o n 
Length : 20 

□ 1 igonuc .1 eot ide Sequences 
GTA 1 CIA GAG GGT GCA TCT GC 

Comments : 

104 phage from rpE primer (sac insert) towards* 5 1 end of gene 



Trityl Group: Off Synthesis Scale: O.fi Micromole Scale 

Date Received: 
Date Synthesised: 

Number of Day(s) in the System: 5 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8967 

Thank you for using the HHMI Biopolymer Facility. 



Report for Synthet i c 01 igonuc leot ide 



Date : 



Investigator : LOWE 



System Ids 



8713 



Individual User: Bersten 
Product Inf ormat ion 



Length: BO 

0 1 i go nuc 1 eo t i d e Seq uenc e : 
ACC ACT CAA BCA AGG CTC TC 



Comments : 
104pstt7 towards rp£ primer 



Trityl Group: Off Synthesis Scale: 0.2 Micrornole Scale 

Date Received: 
Date Synthesised : 

Number of Day(s) in the System: 3 



If you have any problems, contact the Biopolymers Facility 

Your assigned System Id number is 8713 

Thank you for using the HHMI Biopolymer Facility. 





